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Jane Mellor, University Oxford

From smRNA FISH to a mathematical model for gene expression:
How antisense transcription modulates chromatin structure to alter
rates of transcription elongation and transcript stability

Robert Schneider, Helmholtz Zentrum Munich

Regulation of gene induction and repression in individual cells
Nicolai Siegel; Munich

What controls heterogeneity in antigen expression?

Magda Bienko, Karolinska Institute Stockholm

llluminating genome organization through integrated microscopy
and sequencing

Richard Bartfei, University Nijmegen

Heterochromatic boundaries in the malaria parasite

Maria Colomé-Tatché, Helmholtz Zentrum Munich
(Single cell) computational epigenomics

Sigurd Braun, LMU Munich

Regulators of silent chromatin

Bassem Al-Sady, UCSF, San Francisco

Dynamic single cell measurements in fission yeast unmask
instability in the heterochromatin spreading reaction

Angela Taddei, Curie Institute Paris
Nuclear Dynamics upon quiescence entry and return to growth



