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SMYD3 impedes SCLC sensitivity to alkylation damage through
RNF113A methylation-phosphorylation crosstalk

Human induced pluripotent stem cell-derived liver-on-chip system from
a healthy and diseased donor: A valuable tool for modelling inflammation
and fibrosis

Mitotic profiling of histone modifications in embryonic stem cells

Understanding the roles of PRC2-Ezl1 mediated histone H3
modifications in programmed DNA elimination in Paramecium

MethylLasso: a segmentation approach to analyze DNA methylation
patterns and identify differentially methylation regions

Genetic variation of interleukin 1 and its association with malaria in
Ibadan, Nigeria

Effect of Plasma activated water on the growth of Tomato and maize
plants

Deciphering the functional heterogeneity of murine somatic replication-
dependent histone H1 subtypes

Connecting the dots: Is the LRWD1 protein linking chromatin folding and
DNA replication?

Establishment and function of chromatin organization at replication
origins

The disturbances of DNA methylation machinery induce cellular
senescence in cancer

AnalyzeHiC - downstream integrated analysis of Hi-C data

Impact of histone lysine methyltransferases SETDB1 and SUV39H on
cancer cell migration through nuclear stiffness regulation

Dissecting the interplay between DNA and H3K4 methylation in
mammalian pluripotency and differentiation

Exploring the impact of transposable elements in genome stability and
organisation during meiosis

Exploring DNA mimicry: Structural insights into DNA mimic foldamer -
Sac7d complex

Critical determinants of transcription factor-mediated epigenome
remodelling in neuronal reprogramming

Uncovering the epigenetic landscape of plant embryonic development
Regulation of the maternal transcriptome during oocyte growth
BRG1 and glucocorticoids — more than gene activation

Exploring the protein dynamics of the epigenetic interplay between
UHRF1 and DPPAS.

Bridging Energetics and Informatics: A Novel way to Understand
miRNA/IncRNAmMRNA Interactions in Hepatocellular carcinoma

Tet3 Specific Isoforms Effects on Transcriptome, Chromatin Architecture
and DNA Binding Sites in preimplantation mouse embryos

Investigating Histone Acetylation as a Barrier to Cell Fate
Reprogramming

Chromatin context specific regulation of H3K36 methylation by
Drosophila histone methyltransferases

Cell-size-dependent regulation of histones in Chlamydomonas reinhardtii
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Specificity and processivity of acetylation of the histone H4 ‘tail’

Establishment and function of chromatin organization at replication
origins

Tet3 Specific Isoforms Effects on Transcriptome, Chromatin Architecture
and DNA Binding Sites in preimplantation mouse embryos

Tet3 Specific Isoforms Effects on Transcriptome, Chromatin Architecture
and DNA Binding Sites in preimplantation mouse embryos

Single Molecule experiments for Chromatin Biology
The dynamic noise of gene induction
Histone H4 lysine 16 acylations and their role in chromatin dynamics

Propagation of active chromatin states in early embryos via histone
modifications

Allosteric Changes in the Centromere-Specific Nucleosome in Response
to Physical Factors

Functional Characterization of the E3 Ubiquitin Ligase UHRF1

Determining the role of cyclooxygenase-2 in the morphogenesis of
craniofacial structures using chick embryo

Resetting naive state features with epigenetic inhibitors in rabbit iPS
cells

Epigenetic and Epitrancriptomic regulations during development and
posterior regeneration in the annelid Platynereis dumerilii

Exploring the deepest secrets of the Trypanosoma brucei nuclear
architecture

Exploring the Interplay Between WNT-signalling and Chromatin Biology
through CHD4-NuRD Phosphorylation

Untangling the genetic effects on DNA methylation variation in natural
populations of the Barn swallow (Hirundo rustica

Unraveling the functions and mechanisms of epigenetic switching in
mammals

m6A profiling in different cell subpopulations of mESC culture
3D epigenome rewiring during primate neocortex evolution

The Drosophila acetyltransferase chameau (chm) promotes starvation
resilience at the expense of a shortened life span

Investigating the Dynamic DNA Methylation Pattern during
Adipogenesis: Implications for Obesity and Therapeutic Targets

Role of the lysine methyltransferase SETDB1 in the TGFB-induced
fibrosis in Duchenne Muscular Dystrophy

Investigating the mechanism of heterochromatin sequestration by the
euchromatin reader MRG-1: a role for mitochondrial stress?

Physical activity alleviates microglial synaptic engulfment in
APPswe/PS1dE9 mouse model of Alzheimer’s disease

Comprehensive chromatin proteomics resolves functional phases of
pluripotency



